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111. INFORMATION ON STRAINS (保存株関連情報)

1. Phylogenetic position of the 
cyanobacterial strains 

(シアノパクテリア保存株の系統的位置)

Neighbor-joining (NJ) tree based on 16S rDNA se-

quences: The tree contains 78 s回 insofNIES cyanobacteria. 

Some cyanobacterial genera such as Synechococcus and 

Phormidium are polyphyletic in this住ee.Strains showing 

identical or more than 99% identical sequences are listed 

in the same branch. Bootstrap values >50 are shown near 

branches (maximum parsimony (MP) / NJ). Sequences 

were aligned by using ClustalX (Thompson et al. 1997) 

and edited manually with BioEdit 7.01 (Hall 1999). 

Phylogenetic analysis was conducted with PHYLIP ver. 

3.66 (Felsenstein 1993). NJ analysis using “dnadist" and 

MP analysis using “dnapars" were performed. Bootstrap 

values (100 replicates) were obtained by using “seqboot" in 

PHYLIP. 
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